Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.029; wR factor = 0.074; data-to-parameter ratio = 9.1.
In the title compound, [Mg(C 3 H 4 O 3 ) 2 (H 2 O) 2 ], the Mg 2+ cation is six-coordinated by four O atoms from two lactate anions and two aqua ligands, completing an MgO 6 distorted octahedral geometry. The complex molecules are bridged by O-HÁ Á ÁO hydrogen-bonding interactions into helical chains parallel to the a axis, which are linked by further O-HÁ Á ÁO interactions, forming a three-dimensional supramolecular architecture.
Related literature
For related compounds, see: Carballo et al. (2007) ; Chen et al. (2000) ; Qiu et al. (2010) ; Zeng et al. (2010) .
Experimental
Crystal data [Mg(C 3 H 4 O 3 ) 2 (H 2 O) 2 ] M r = 238.48 Orthorhombic, P2 1 2 1 2 1 a = 6.0525 (12) Å b = 11.919 (2) Å c = 14.526 (3) Å V = 1047.9 (4) Å 3 Z = 4 Mo K radiation = 0.19 mm À1 T = 293 K 0.28 Â 0.20 Â 0.16 mm
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.955, T max = 0.970 10148 measured reflections 1401 independent reflections 1208 reflections with I > 2(I) R int = 0.033 Refinement R[F 2 > 2(F 2 )] = 0.029 wR(F 2 ) = 0.074 S = 1.14 1401 reflections 154 parameters 8 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.25 e Å À3 Á min = À0.27 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1 2 ; Ày þ 1 2 ; Àz þ 2; (ii) Àx þ 1; y þ 1 2 ; Àz þ 3 2 ; (iii) x À 1; y; z; (iv) Àx þ 1 2 ; Ày þ 1; z À 1 2 .
Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO; data reduction: CrystalStructure (Rigaku/MSC, 2004) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. supplementary materials Acta Cryst. (2012) . E68, m978 [doi:10.1107/S1600536812028723]
Diaquabis(L-lactato)magnesium

Hong-lin Zhu and Ling Jin Comment
In the past decades, more attention have been paid to design and rational synthesis of coordination polymers based on self-assemblies of metal ions with lactic acid. The crystal structures of a number of metal lactates and their complexes have been reported (Carballo et al., 2007; Chen et al., 2000; Qiu et al., 2010; Zeng et al., 2010) .
In the asymmetric unit of the the title compound, Mg(H 2 O) 2 (C 3 H 4 O 3 ) 2 , the Mg 2+ cation is chelated by two lactate anions bound through the carboxylate and hydroxyl groups. The other two sites are occupied by water molecules forming MgO 6 distorted octahedral geometry (Fig. 1 ). The complexes greatly favor strong hydrogen bonding in the crystalline state. The hydroxyl group O3-H3D of the lactate ligand forms a hydrogen bond with the carboxylate atom O5 i of a symmetryrelated lactate anion (Table 1) . This hydrogen bonding interaction leads to assemble the complexes into one-dimensional helical chain parallel to the a axis ( Fig. 2) . Other H-bonds link chains forming the three-dimensional architecture (Fig. 3 ).
Experimental
Boric acid (1 mmol) and L-lactic acid (1 mmol) were dissolved in 10 ml distilled water. Magnesium hydroxide (0.5 mmol) was then added. The resulting suspension was stirred for 30 min and subsequently the white insoluble solid was filtered out. The colourless filtrate was finally kept at room temperature. After slow evaporation for two months colourless block-like crystals of the title complex were obtained. According to X-ray structure determination, boric acid did not participate in the complex formation.
Refinement
H atoms bonded to C atoms were placed in geometrically calculated position and were refined using a riding model, with U iso (H) = 1.2 U eq (C). H atoms attached to O atoms were found in a difference Fourier synthesis and were refined with the O-H distance restrained to 0.83 (2) Å and U iso (H) = 1.2 Ueq(O).
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998) ; cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalStructure (Rigaku/MSC, 2004) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) . supplementary materials sup-2 Acta Cryst. (2012). E68, m978
Figure 1
The content of asymmetric unit showing the atomic numbering and 45% probability dispalcement ellipsoids.
Figure 2
The one-dimensional helical chain. supplementary materials sup-3 Acta Cryst. (2012). E68, m978
Figure 3
The three-dimensional supramolcular architecture in the title compound. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Diaquabis(L-lactato)magnesium
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Mg 0.21037 (13) 0.35509 (7) 0.85604 (5) Symmetry codes: (i) x−1/2, −y+1/2, −z+2; (ii) −x+1, y+1/2, −z+3/2; (iii) x−1, y, z; (iv) −x+1/2, −y+1, z−1/2.
